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Wy A7 Hek FAF g

olet, AAldE Fate] ¥ ¥HE HE sl AHstauAt vk ol AAlds 24 ¥ s By A
gotr] f1d Ao mA, L owgel gxjo wheh L @ e] W} ols AAldel osf AR etk

2
< AN FFe AXS 74 Al A SlojA] A E Aot

»o o

HAA A A, oJE Fito] ofHl FAHQAE "t 3 o, ol 53| v E A7 gl ¢ o

2 LS A9t Aol ol tE FAHLAE ¥ X F A AL v},

AAd 1. G973 o] &3 YAl EHY A= duglE 44

AAd 1-1. AEFH

WA AT dolgHo] A2 B Bdd EAXES AA3C. Aol AT dlo]EjHo]~+= PubMed, Google

scholar & St&=ES AAT 4 Qe FolH AssA vk, F8E =25 H dxa A+, #WEREA,

7MEAT, ZIZEAT 59 78 AHE EE3t1, AEE EHURE, Fodel £2 3 Y —’EH off o3 A

Eskeia=

43 W% Hapmap 3, 1000 Genomes project® 7S &9 x7E ZAR o] F=H3c},

AAd 1-2. FAA EdY g2 »d A4

A2 28y P25 517] 1 UA 5819 oz AEEsit.

194l = g2k 1423 (genotype) &3l mE WX (frequency) & At&Eshe Aotk AMSHE EE /3
Ap2)

S0 TR 29 Rl Fgo] 1o] HEF Axdn. FAAQ] A S E 1ol yERln

Z 1
genotype EE frequency = FTXt i2] genotype frequency
s ALY fAAE R B B BAY SAARE AsE BAel. f44d 2FS TS
7 A B ERY SAAES BT @S FALA ANAE & 20 dehieic

genotype T3} Bt EuT SEXE =Z%’EKP i2] genotype St BT SHXS

genotype Z=ZF DEZE PAFE L X E = genotype ZZ' frequency = genotype =T [FAASELEIE
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[0079]

[0080]
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4A= 7FEX] (weighted average) Bl 3 d EAXEE A&EslE dAo|th. BE FHAEY F6xd i?}
R A %ﬂr@eEPﬂg_% EAQAN T+ AAE e wE MRS e 9o mebA,
1"$& F712 #F3ke Ax 7bssit).

S5THAE EAT 7Nk gidRte] FHRE 23t w2 Hd Pl 193 SEAARE AbEsteE #golth. FAH
ol AXFAS E 49 YERYATE.

DEECH 7|d CHARFL] genotypeEE| THE average E} BEHE EEXE
CEAAL] genotypeT &I [MHE Bzl =Y S4XZ —weighted average £t ZEHTE ELX =

| weighted average EIZ Z3HEH EEX|E|

+ 100
71 1 WA seAe] atE spFo Ry tidAte] A REE oS AdE =EY. oA £99E CdS5E AR
Al 194y 5AAAEE 7 FAAE Y Git(value) 2 AR et ek £8P 54 432 vAE BEE loci
oM = fdxte] Aftd avEA, AAR TdF FAAEE 7 A 28 BopoR AMEy. Git
= A7 eIy Heolx, Ex A HolE Hlo]ARAH =FE Jhssith. TEAR] WA 28E dS5E A
AR S .ls "de, e, "AEZFASFBID", "SAAAE, R "EdsHE R AT, Aded 2y
of wg #ge d d9de 28 dAE Estal, A@FA S (body mass index: BMI) o A2 379
SAR e 7] el @A RS A vlelEs = 1, =2, 2 % 50 JERidT.
X5
iR b =l R ] B
A 1A A 297 A 397

a9 o] w5 dsto] ¥

a9 q43 4 o= a9 frA dd

A = =] = (BMI) BMIZ} & BMI7} RE BMI7} =&

A SgAo] S /4o BE T4l =
471 & 59 Zhel=E A&ske WA Ve, AHeR, ddke A, FAAEe wE PP(EAGH)FA L
Fow dgto]l xal, FA7E vtow deto] vigow WA, A V@ 022 dvh. I3 Aol
AR e A7t 5255 d9aA7F ZHe A4, $ees d9aA olde fdwow w4
o B4 7] 002 k. A @R (body mass index; BMI)Q] Ag-oll Fx121g0l w BMIGA| o] wpa}
wAG B V1EEe FAF 508 ow vhE, -50 WA 5009 BE, 50RtH AW o it
TAAYY] Afole ARG e A wEo uwel BT, B VIEge FAVF 208 Aed
W&, -20 WA 20019 BE, 208 AW EHo R AT

=i

L]
=4
H
>
r-ﬁ

FHl2H B9 A= WA (high density lipoprotein; HDL) % AU Z=xehu]d(low density
lipoprotein; LDL)& WA Z&3tal, o|2HE Fy2vE A3E A3, DL LDLe HE A+ 379
AR FE3taL, Fel2HE 94 LT LDLe] A#E FHH o2 elste], HILFA7F &3 LDLFA7F we
5 4%, HLSA7F ol LLGA7F 2858 gz #Asit, DLy} LDL @A 88 18 7lojl=g &=
3, ¥ % 69 vERHATE.

M

\(
-

)
o2
M
E
pu
)
-
M
o
o
%
N
3
3
[

A 1%741 |4l 297 |4l 397
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HDL HDL =3 @& HDL 4% H% L 4% %5
LDL LDL 3] ¥ LDL %] H& LDL 3] =&

<, TAHCR, HDLY A, FAAEel e HLFA|el weh wg e
o w4 <= om wE, -1 A lojd R, 1HY W EgoR WEow #AHIn.
LDLO] Z-¢-oll= Fxagel we LDLFA]o] whet #AFv. 34 712 & FA7F 018 #ow vhE, 0.

1 5 o8 ARG, Fu 2 ES LY LDLAy Aol ot = 4

WA 0.10]W ®BE 0.18Y 39 = 2
7} o] A s}
X7
e B A4 -9~ A
HDL=3%-, LDL=%+ HDL=3¢, LDL=%-SHDL=3%|HDL=K.E, LDL=%<& HDL=X.%, LDL=%+
W, LDL=Xx-& HDL=%}&, LDL=yt& HDL=3.5, LDL=H%

HDL=%t+, LDL=3%+
HDL=\+2, LDL=R%&

AAl 2. GAHZIGPAH S o] &3 Al FHY A=

g71 A 1M AAE darg]es ol8ske] tidAte] tiAb R ES A

AAd 2-1. B B2EF A5

gt FAY =S YA+ ATP2B1(ATPase plasma membrane Ca2+ transporting 1)-f-Axte] thdA
rs17249754(89666809, G>A), NI5C2(5'-nucleotidase, cytosolic IDFAAFe] th&A rs11191593(103179458,
T>C), % CYP17Al(cytochrome P450 family 17 subfamily A member 1)¢] &2} t}a Al rs3824755(102836092,
G>A) S o] &3,

AT dlolguol2, H FHAA HoEREEH =& 7] FRAEY FRAE Q% (frequency) 9t Gik(valu
e)2 37l % 8o YERNATLE.
¥ 8
RS & 32 Hle Gat
(frequency) (value)
rs17249754 AA 0.78251716 53.1
AC 0.20416568 54.4
CC 0.01331716 63.2
rs11191593 TT 0.662596 51.3
CT 0.302808 50.1
CcC 0.034596 49.5
rs3824755 GG 0.008464 -9.328
CG 0.167072 -4.664
CC 0.824464 0

A7) ® 89 FHAEE RIES kS AAldl 19 1 UK 5 ©@Alol vidste] " xdY S dS5sg. FAH
ol =& AL F 99 YERAAT.
H9
rs11191593 |rs17249754  |rs3824755 | %% Z3t (-1)* Z3%value| COMPARE TO 23
frequency value |[* 23 GLOBAL MEAN
frequency (%)
T AA cC 0.00686909 [-0.6  |0.004121457 -481.3953488 |19HA
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[0093]

[0095]

[0096]

[0097]

[0098]
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TT AA GC 0.02919365 -0.32  10.009341968 -210.0775194 194
TT AA GG 0.03101825 -0.04 [0.00124073 61.24031008 3eHA
TT GA CC 0.02551378 -0.2 0.005102756 -93.79844961 194
TT GA GC 0.10843356 0.08 -0.008674685 177.5193798 3HA
TT GA GG 0.11521066 0.36 -0.041475837 448 .8372093 3eHA|
TT GG CC 0.02369137 0.2 -0.004738273 293.7984496 3eHA
TT GG GC 0.10068831 0.48 -0.048330387 565.1162791 3eHA|
TT GG GG 0.10698133 0.76 -0.081305808 836.4341085 3HA
TC AA CC 0.00482693 -0.98 10.004730393 -849.6124031 194
TC AA GC 0.02051446 -0.7 0.01436012 -578.2945736 194
TC AA GG 0.02179661 -0.42  10.009154577 -306.9767442 194
TC GA CC 0.0179286 -0.58 [0.010398589 -462.0155039 1A
TC GA GC 0.07619656 -0.3 0.022858967 -190.6976744 194
TC GA GG 0.08095884 -0.02 [0.001619177 80.62015504 3eHA
TC GG CC 0.01664799 -0.18 [0.002996638 -74.41860465 194
TC GG GC 0.07075395 0.1 -0.007075395 196.8992248 3HA
TC GG GG 0.07517607 0.38 -0.028566906 468.2170543 3eHA|
CC AA CC 0.00084797 -1.36  [0.001153245 -1217.829457 194
CC AA GC 0.00360389 -1.08 [0.003892202 -946.5116279 194
CC AA GG 0.00382913 -0.8 0.003063308 -675.1937984 1A
CC GA CC 0.00314962 -0.96  [0.003023634 -830.2325581 194
CC GA GC 0.01338588 -0.68 [0.009102399 -558.9147287 194
CC GA GG 0.0142225 -0.4 0.005689 -287.5968992 194
CC GG CC 0.00292465 -0.56  [0.001637802 -442 .6356589 1A
CC GG GC 0.01242975 -0.28 10.003480329 -171.3178295 194
CC GG GG 0.01320661 0 0 100 1A
TOTAL |-0.1032
AVERAGE
H# 9914 "2 frequency"t "dF o 2 FAAEE Nk F'S UEhlal, "EF value's "dld g 7
A valuee] #"& YeERATE. "(-1)*2F value*Z3F} frequency"= "(-1)x3ld A9 X3 frequency*3l
3 o] %3 value"o]al, "COMPARE TO GLOBAL MEAN (%)"-2 "(#ld €< %3 value - total average) / total

average?] 44 Adlgt * 100" ALtdT),

AN 2-2. 9% BEY =

g9 ®dd  Jd=S  9siAE= G6PC2(glucose-6-phosphatase catalytic  subunit
rs560887(168906638, T>C), MINR1B(melatonin receptor 1B)-f-d=te] t-&A rs10830963(92975544, C>G), =
"o oG x2FEY SAFHA 4419606905  EAH=  vFHA
rs4607517(44196069, G>A)S o] &al3it}.

&3l = @3,  position

A doleidlolx, B Ak HolERRE =& Y] FdAEe] FdAEE WE(frequency) 9t GEk(valu

e)e 37] ¥ 109 YEFNTH

FZ 10
RS H& 423 RIE Gak
(frequency) (value)
rsb60887 CcC 0.49 -0.084
CT 0.42 -0.042
TT 0.09 0
rs10830963 GG 0.09 -0.068
GC 0.42 -0.034
CC 0.49 0
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[0100]

[0101]

[0103]

[0104]

[0105]
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rs4607517 AA 0.0256 -0.068
AG 0.2688 -0.034
GG 0.7056 0
371 109 FAAE WEek it AAld 19] 1 x5 @Alel diddste] 99 2dgs dSsidt. A
Aol =& AL & 119 eI
x 11
rs560887  |rs10830963  |rs4607517 | X =% Z¥value = 2| COMPARE TO A2}
frequency value % frequency GLOBAL MEAN (%)
CC GG AA 0.00112896  [-0.22  |-0.000248371  [-144.2273535  |[1%+7)]
CC GG AG 0.01185408  |-0.186 |-0.002204859  |-106.4831261 |17
CC GG GG 0.03111696  |-0.152 |-0.004729778  |-68.73889876  [1%+7]
cC GC AA 0.00526848  |-0.186 |-0.000979937  |-106.4831261 |17
CC GC AG 0.05531904  |-0.152 |-0.008408494  |-68.73889876  [1%+7]
cC GC GG 0.14521248  |-0.118 |-0.017135073  [-30.9946714 157
CC CC AA 0.00614656  |-0.152 |-0.000934277  |-68.73889876  [1%+7]
cC cC AG 0.06453888  |-0.118 |-0.007615588  [-30.9946714 157
CC CC GG 0.16941456  |-0.084 |-0.014230823  |6.74955595 39t
CT GG AA 0.00096768  |-0.178 |-0.000172247  |-97.60213144  [1¢7]
CT GG AG 0.01016064  [-0.144 |-0.001463132  [-59.85790409  [1%+7]
CT GG GG 0.02667168  |-0.11  |-0.002933885  [-22.11367673 |17
CT GC AA 0.00451584  |-0.144 |-0.000650281  [-59.85790409  [1¥17]
CT GC AG 0.04741632  |-0.11  |-0.005215795  [-22.11367673 |17
CT GC GG 0.12446784  |-0.076 |-0.009459556 | 15.63055062 37
CT CC AA 0.00526848  |-0.11  |-0.000579533  [-22.11367673 |17
CT CC AG 0.05531904  {-0.076 |-0.004204247  |15.63055062 37
CT cC GG 0.14521248  |-0.042 |-0.006098924  |53.37477798 3t
17 AA 0.00020736  |-0.136 |-2.8201E-05 -50.97690941 |17
T GG AG 0.00217728  |-0.102 |-0.000222083  [-13.23268206 |17
T GG GG 0.00571536  |-0.068 |-0.000388644 | 24.51154529 39t
T GC AA 0.00096768  |-0.102 |-9.87034E-05  [-13.23268206 |17
T GC AG 0.01016064  [-0.068 |-0.000690924 | 24.51154529 39t
T GC GG 0.02667168  |-0.034 |-0.000906837  |62.25577265 |37
T CC AA 0.00112896  |-0.068 |-7.67693E-05 | 24.51154529 39t
T cC AG 0.01185408  [-0.034 |-0.000403039  |62.25577265 |37
T CC GG 0.03111696 |0 0 100 39t
TOTAL  [-0.09008
AVERAGE

3 1194 "2F frequency'v "G do Z FHAAFE RIEO] F'S YERI, "ZF value's "IT do
Zt FAARE valued 'S YeRIth. "23 valuexZ 3 frequency"E "dF D9 2% frequency*3dld E2
23}k value"©]al, "COMPARE TO GLOBAL MEAN (%)"-2 "(3l3d €<2] =% value - total average) / total average
o] A4 Adigk * 100" 2 AXE ),

AAle 2-3. AAZAFBU) 2HEY A5

ANAHASFE  EAE  d=5S siA= BDNF(brain derived neurotrophic  factor)fd#ke] td
rs10767664(27704439, T>A), 2 18 A A|o] 3= 31 MC4R(melanocortin 4 receptor)f-Aap Zxjo] 9 x]s}
U EAFAR] £ al, position 6018386402 EAE = vhEA rs17782313(60183864, T>C)S o]&
oﬂ;]_

AT

3

A Hle]

EHolx, @ A4z HoERRE T3 Ay §AAE fAx8H WX (frequency) 9t Gak(valu
e)< sk7] 3 8ol

e 2T
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[0107]

[0108]

[0109]

[0111]

[0112]

[0113]

[0114]

[0115]
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¥ 12
RS HE Fr A H Ga
(frequency) (value)
rsl7782313 CC 0.058564 0.576
TC 0.366872 0.288
TT 0.574564 0
rsl0767664 TT 0.3364 0
TA 0.4872 0.14
AA 0.1764 0.28
471 & 129 §AAEE R kS AAlA 19 1 WA 5 @Al didste] g9 BEH S AFEn. A
Aol =& AL F 139 JERAATH
X 13
rs17782313 |rs10767664 %3 frequency| %% Z%value = Z3HCOMPARE TO A3}
value frequency GLOBAL MEAN (%)
CC TT 0.01970093 0.576 0.011347735 124.1314905 3EHA|
CC TA 0.02853238 0.716 0.020429185 178.6078944 3EHA|
CC AA 0.01033069 0.856 0.00884307 233.0842983 3EHA|
TC TT 0.12341574 0.288 0.035543733 12.06574524 29HA|
TC TA 0.17874004 0.428 0.076500736 66.54214917 3EHA|
TC AA 0.06471622 0.568 0.036758813 121.0185531 3EHA|
TT TT 0.19328333 0 0 -100 1A
TT TA 0.27992758 0.14 0.039189861 -45.52359607 2%
TT AA 0.10135309 0.28 0.028378865 8.95280787 29
TOTAL 0.256992
AVERAGE
¥ 13914 "Z3 frequency"v "INF Do 7 FHAAEE Wme] F'S& JElNa, "ZF value't "dF E9

Zb FA4x89 valued 'S yeRdCH
"COMPARE TO GLOBAL MEAN (%)"& "(3l% &<

Z3t value"o]az,

o A Auigt = 100" 0.2 ALkec.

AAe] 2-4, FAAY BEF AF

A 7388 =S YA E GCKR(glucokinase regulator)f-A=be] tha A rs2293571(27506613, G>A) S+
rs780092(27520287, A>G)E o]-&3&} ).

AT vlelE o] 2,

e)& 37 ¥ 149 JERNT).

"Z3% va

luex%3t frequency

% AR HERVE £EF

47 FAAE]

Z 3+

A~y va

ni- n
L

[e]
R

AAEE ¥ (frequency) @t Gzk(valu

e do %3t frequency*3dl|%

lue - total average) / total average

=E

¥ 14
RS W& sAA4E  |uw oot
(frequency) (value)
rs2293571 CC 0.7744 0.04
TC 0.2112 0.04
TT 0.0144 0
rs780092 TT 0.459684 0.1
CT 0.436632 0.05
CcC 0.103684 0
7] 3 149 FAAFEE RES) ks Al 19 1 WA 5 Al gty 9 183 S S5k, A
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[0116]

[0117]

[0119]

[0121]

[0122]

[0123]

[0124]

[0125]

ZIHS3d 10-2020-0007440

Aol ©& AL ® 1590 YR

F 15
rs2293571 |rs780092 | %% Z3 value| ZFvalue *  ZFF|COMPARE TO A3
frequency frequency GLOBAL MEAN (%)

CcC T 0.35597929 0.14 0.049837101 30.56778333 3TA
CcC CT 0.33812782 0.09 0.030431504 -16.06356786 2HA
CcC cC 0.08029289 0.04 0.003211716 -62.69491905 1HA|
TC T 0.09708526 0.14 0.013591937 30.56778333 3THA]
TC CT 0.09221668 0.09 0.008299501 -16.06356786 2 A
TC CC 0.02189806 0.04 0.000875922 -62.69491905 1eHA]
T T 0.00661945 0.1 0.000661945 -6.73729762 2 A
T CT 0.0062875 0.05 0.000314375 -53.36864881 1eHA
T CC 0.00149305 0 0 -100 15HA|

TOTAL 0.107224

AVERAGE

3 15004 "ZF frequency'v "G do Z FHAAFE RIE] F'S YERI, "ZF value'v= "IT do
7y X2 value?) "S- vERATE. "Z3F valuerZ 3 frequency"® "W 9o %3 frequency*3 Y E
Z% value"o]al, "COMPARE TO GLOBAL MEAN (%)"2 "(8@ &<] %3} value - total average) / total average
o A4 Azl + 100" o2 AxbEt),

AAd 2-5. U =HE XEIF A5

AAd 2-5-1. TE=AGHA(HL) FEE 5

A =X (HDL) 0 Ed g8 YsiAE MYL2(myosin  light  chain  2)FAAe o3 A
rs3782889(110912851, A>G), LIPG(lipase G, endothelial type)f-2=te] thaA rs3813082(49561673, A>G),
2 CETP(Cholesteryl Ester Transfer Protein)- 2t th&Al rs6499861(56957583, C>G) < ©]-&3F .

AF dolgHolx, R FAX HolERRE =3 AV A5 #AAEE W= (frequency)?t G#k(valu

]
e)& 37 & 1691 JER AT

¥ 16
RS & 32 A= Gzt
(frequency) (value)
rs3813082 AA 0.78251716 53.1
AC 0.20416568 54.4
CC 0.01331716 63.2
rs3782889 TT 0.662596 51.3
CT 0.302808 50.1
CcC 0.034596 49.5
rs6499861 GG 0.008464 -9.328
CG 0.167072 -4.664
CC 0.824464 0

2o
N

e
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[0126]

[0127]

[0129]

[0130]

[0131]

ZIHS3d 10-2020-0007440

£ 17
rs3813082 |rs3782889 |rs6499861 | X% Z3t value | Z%tvalue * Z|COMPARE TO A3}
frequency 3l frequency GLOBAL MEAN
(%)
AA T GG 0.00438852 95.072 0.417225616 -8.15728208 1eHA
AA T CG 0.08662562 99.736 8.639692745 -3.651702768 15HA|
AA T CcC 0.4274786 104.4 44.62876568 0.853876544 2%
AA CT GG 0.00200557 93.872 0.188266453 -9.316522041 1HA|
AA CT CG 0.03958812 98.536 3.900855067 -4.810942728 1A
AA CT CcC 0.19535877 103.2 20.16102505 -0.305363416 2 A
AA CcC GG 0.00022914 93.272 0.021372076 -9.896142021 14
AA CcC CG 0.00452297 97.936 0.442961307 -5.390562708 1HA|
AA CcC CcC 0.02231986 102.6 2.29001758 -0.884983396 2HA
AC T GG 0.001145 96.372 0.110346376 -6.90143879 15HA|
AC T CG 0.02260139 101.036 2.283554416 -2.395859478 1A
AC T CcC 0.11153296 105.7 11.78903436 2.109719835 3TA
AC CT GG 0.00052327 95.172 0.04980064 1 -8.06067875 1eHA
AC CT CG 0.01032889 99.836 1.031195308 -3.555099438 15HA|
AC CT CcC 0.05097084 104.5 5.326452664 0.950479874 2HA
AC CcC GG 5.9784E-05 94.572 0.0056538834 -8.64029873 1HA|
AC CcC CG 0.00118008 99.236 0.117106648 -4.134719418 1A
AC CcC CcC 0.00582345 103.9 0.605056419 0.370859894 2 A
CC T GG 7.4685E-05 105.172 0.00785482 1.599654252 3THA]
cC T CG 0.00147423 109.836 0.161923099 6.105233564 3eAl
CC T CcC 0.00727499 114.5 0.832985825 10.61081288 3THA]
cC CT GG 3.4131E-05 103.972 0.003548714 0.440414292 2 A
CC CT CG 0.00067372 108.636 0.073190784 4.945993604 3THA]
cC CT CcC 0.00332469 113.3 0.376686945 9.451572916 3eAl
CC CcC GG 3.8995E-06 103.372 0.000403103 -0.139205688 2HA
cC CcC CG 7.6973E-05 108.036 0.008315908 4.366373624 3eAl
CC CcC CcC 0.00037985 112.7 0.042808806 8.871952936 3THA]
TOTAL 103.5161003
AVERAGE

17914 "Z=3 frequency"= "dF do] 7 FAAPEE W= w'"S yehfal, "29 value"s "dlF
AAEH valued] ¥"S vEbdth. "Z3 valuexZ3 frequency't "dlF do] %39t frequency*d G

value"o] 1, "COMPARE TO GLOBAL MEAN (%)"-& "(&]%

4= Aoigk + 100" 0.2 AtEc,

)

o 1o

o

Aol %3t value - total average) / total average

o NN
)

W

AN 2-5-2. AEEATGHEA(LDL) TEH 4=

2|
A=A GMA(DL) FAHE =L el E= MYL2(myosin  light  chain  2)FdEx}el oA
rs3782889(110912851, A>G), @ LIPG(lipase G, endothelial type)-Fd=+e] thaA rs3813082(49561673, A>
MOE o3t A dolEHlelx, 2 FHA HOERRH FAAES] FHAEE W=

(frequency) 2} Gak(value) 3}7] & 18] YeElHATE.

58 7]

F 18
RS W& 24 IR Gak
(frequency) (value)
rs3813082 AA 0.78251716 117.7
AC 0.20416568 118.3
CcC 0.01331716 99
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[0132]

[0133]

[0134]

[0136]

[0137]

[0139]

ZIHSd 10-2020-0007440

rs3782889 TT 0.662596 116.5
CT 0.302808 116.5
CcC 0.034596 117.8
71 # 189 FAEE Wkt GRbe AAld 19 1 WA 5 @Al diYste] 9 2dIH S ASSTE. A
A9 =& AL ® 199 eI
¥ 19
rs3813082 |[rs3782889 | %% Zst Z&value = Z$|COMPARE TO A3}
frequency value frequency GLOBAL MEAN (%)
AA T 0.51849274 234.2 121.4309997 0.034835651 257
AA CT 0.23695246 234.2 55.49426524 0.034835651 2A
AA CC 0.02707196 235.5 6.375447444 0.590110144 3eHA|
AC T 0.13527936 234.8 31.76359441 0.291116186 3HA
AC CT 0.061823 234.8 14.51604069 0.291116186 3eAl
AC CC 0.00706332 236.1 1.667648876 0.84639068 3HA
CcC TT 0.0088239 215.5 1.901549792 =7.952574369 194
cC CT 0.00403254 215.5 0.869012927 =7.952574369 1A
CcC CC 0.00046072 216.8 0.099884197 =7.397299876 197
TOTAL 234.1184433
AVERAGE

3 19914 "2F frequency'v "IF do Z FHAAFE RIEO] F'S YERI, "ZF value'v "IT do
7} X2 value?] "S- vERATE. "Z3F valuerZ 3 frequency"® "W 9o %3 frequency*3 Y E
23}k value"©]al, "COMPARE TO GLOBAL MEAN (%)"-2 "(3l3d €9 =% value - total average) / total average
o] A4 Azl + 100" o2 AatEt),

AA e 2-5-3. FH=HE ZTY 5

FH|&HE2 LI} LDLA Aol uhet 7] &= 4, 2 & 73 o] HA T,

olpor B wne B RS A JEEYE vk, B B A4S AR AolAl oA ol @
TAA N)EE B wiRAE A oY Wolw, olo] X whge] WMl AREE Ao| ohd Fe s,
mebq 2 owne] A Wels AR e 1o Sr4Ee] ofale] gelEria @ Aot
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